Disease specific pathway analysis of omics data — A novel
approach using KeyMolnet, an integrated platform for

biological information
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< Materials and Methods >

Data and Analysis

Metabolite expression profiles mRNA expression profiles

Data Source PMID:21625518 GEO: GDS3592
Identification of Metabolites in the Normal Ovary and Their | Ovarian normal surface epithelia and ovarian
Transformation in Primary and Metastatic Ovarian Cancer cancer epithelial cells

Platforms gas chromatography mass spectrometry (GC/MS) ‘Affymetrix Human Genome U133A Array

liquid chromatography tandem mass spectrometry (LC/MS/MS)

Method of data processing [ one-way ANOVA with a Tukey post-test MAS 5.0 via Affymetrix Expression Console

(TM) Software Version 1.1
T-test (Welch, unpaired)
Using a 0.01 p-value cut-off

P-value Using a 0.05 p-value cut-off

Analysis program KeyMolnet ver5.5
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< Conclusion >
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